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New ! A breakthrough in mRNA Sequencing using HiSeq4000

High Quality of Service and Amazing Prices

MRNASeq

from 250 € / sample *
| llumina

CERTIFIED
SERVICE PROVIDER

The French Lille Equipex LIGAN-PM platform, headed by Philippe Froguel, an academic world leader in
human genetics, has established a groundbreaking offer for cost effective mRNAseq.

The offer combines Truseq Sranded mRNA libraries (lllumina) on HiSeq 4000, Illlumina, with automated
sample preparation on Starlet (Hamilton), data analysis and bioinformatics assistance.

Assistance for project design and project management by our multidisciplinary genomics team
Automated library preparation (Truseq Stranded mRNA)

NGS on lllumina NextSeq500 or HiSeq4000

Customized Bioinformatics Analysis : data delivery via downloading — FastQ - QC

*mRNAseq SR50 — 15 million reads for each library: 250 euros / sample with batch of 160 samples
For smallest batches / other sequencing design (e.g. 50 million reads) please contact us

Our equipments are available also for sequencing ready to load projects

Visit our web site:
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